Analysis Report

Agilent

Sample Information

Sample Name
Sample ID
Instrument

MS Type

Inj Vol (ul)
Sample Position
Plate Position
Acq Operator

KA180

Revident
QTOF
0.5
P1-A2

SYSTEM (SYSTEM)

Sample Chromatograms

Data File Path

Acq Time (Local)
Acq Method Path
Acq SW Version
IRM Status

DA Method Path
Target Source Path
Result Summary

D:\Projects\FWPC\Data\Anger\2025-8-8_002_KA180_ES+_.d
8/8/2025 9:37:16 AM (UTC+02:00)
D:\Projects\FWPC\Methods\by_iso50_0-2flow_total_2min.m
Revident LC/Q-TOF (12.0.611.0)

Success

D:\Projects\FWPC\Methods\Evaluation_bypass.m
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Sample Spectra

+ Scan (rt: 0.094-0.146 min) Sub
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Chromatogram Peaks

Peak Start
1 0.076
2 0.217

RT
0.129
0.292

Peak 1 from + TIC Scan

End Height
0.146 56251
0.604 122152778

Area
85803
881772249

Area %
0.01
100.00
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Spectrum Peaks

Counts vs. Mass-to-Charge (m/z)

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
118.0861 808 19.18
123.0915 2358 55.95
137.1072 4214 100.00
149.0709 687 16.31
165.1134 1037 24.62
323.1787 872 20.69
415.1821 744 17.67
723.5020 734 17.41
765.5377 870 20.64
795.5504 782 18.55
924.0171 693 16.44

1060.2665 776 18.41
1077.2171 766 18.17
1112.2846 674 16.00
1151.2783 698 16.57
1205.3462 803 19.05
1207.3146 876 20.80
1226.2726 951 22.56
1277.3530 1 860 20.40
1278.3625 1 1086 25.77
1284.3139 907 21.51
1300.2990 895 21.23
1359.3217 768 18.23
1431.3587 915 21.72
1447.3344 723 17.15
+ Scan (rt: 0.217-0.463 min) Sub Peak 2 from + TIC Scan
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+ESI Scan (rt: 0.217-0.463 min, 15 scans) Frag=200.0V 2025-8-8_002_KA180_ES+_.d Subtract
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Spectrum Peaks
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Abund
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513002
220750
9022279
4285373
1076661
220382
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432900
387607
206865
484026
240233
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Counts vs. Mass-to-Charge (m/z)

Abund % m/z (Calc) Diff (ppm)
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(End of Report)
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Ion Type
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