Analysis Report

Agilent

Sample Information

Sample Name
Sample ID
Instrument

MS Type

Inj Vol (ul)
Sample Position
Plate Position
Acq Operator

2025-8-27_012_KA193_ESI+_

Revident
QTOF

1

P2-C4

SYSTEM (SYSTEM)

Sample Chromatograms

Target Source Path

Data File Path

Acq Time (Local)
Acq Method Path
Acq SW Version

IRM Status

DA Method Path

Result Summary

D:\Projects\FWPC\Data\Anger\2025-8-27_012_KA193_ESI+_.d

8/27/2025 3:04:54 PM (UTC+02:00)

D:\Projects\FWPC\Methods\by_iso50_0-2flow_total_2min.m

Revident LC/Q-TOF (12.0.611.0)
Success

D:\Projects\FWPC\Methods\Evaluation_bypass.m
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Chromatogram Peaks

Peak Start RT End Height Area Area % SNR
1 0.076 0.102 0.103 28998 29573 0.00
2 0.103 0.147 0.164 78147 173213 0.02
3 0.217 0.307 0.604 111889646 978590751 100.00

Sample Spectra

+ Scan (rt: 0.094-0.112 min) Sub Peak 1 from + TIC Scan

+ESI Scan (rt: 0.094-0.112 min, 2 scans) Frag=200.0V 2025-8-27_012_KA193_ESI+_.d Subtract
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Counts vs. Mass-to-Charge (m/z)

Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
123.0918 1474 85.08
226.8861 805 46.46
240.9064 1010 58.27
305.1570 1320 76.21
395.1940 1221 70.45
458.3489 751 43.37
561.3975 1108 63.93
590.4373 1054 60.84
664.4656 900 51.96
665.4157 758 43.75
708.5005 929 53.65
721.5162 928 53.55
761.2291 1184 68.34
764.1771 903 52.09
781.5244 1063 61.37
809.5772 783 45.20
835.2291 941 54.32
839.2049 788 45.46
910.2607 984 56.81
949.2904 822 47.43
980.2750 1733 100.00
986.2311 1240 71.55

1096.3173 920 53.10
2221.8840 747 43.12
2980.8359 794 45.85

+ Scan (rt: 0.112-0.164 min) Sub Peak 2 from + TIC Scan
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x103 +ESI Scan (rt: 0.112-0.164 min, 4 scans) Frag=200.0V 2025-8-27_012_KA193_ESI+_.d Subtract
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Counts vs. Mass-to-Charge (m/z)

Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
107.0603 1194 13.46
123.0918 3192 36.00
124.0870 1 8866 100.00
124.0946 6254 70.54
125.0903 1 1004 11.33
137.1074 6413 72.33
149.0712 672 7.58
151.1231 1174 13.24
231.1242 742 8.36
317.1222 628 7.08
331.2088 677 7.64
393.2093 701 7.91
450.2942 791 8.93
453.2897 848 9.56
531.3866 968 10.92
546.4096 624 7.03
551.7315 641 7.23
606.6862 675 7.61
665.4231 666 7.51
732.6344 628 7.09
839.2052 828 9.33
924.0188 807 9.10
985.2310 1729 19.50

1002.2161 805 9.08
1097.3189 705 7.95

+ Scan (rt: 0.217-0.534 min) Sub Peak 3 from + TIC Scan
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Spectrum Peaks
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Counts vs. Mass-to-Charge (m/z)

m/z (Calc) Diff (ppm)

MassHunter Qual 12.0
(End of Report)

Ion Species

Formula

Ion Type
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