Analysis Report

Agilent

Sample Information

Sample Name
Sample ID
Instrument

MS Type

Inj Vol (ul)
Sample Position
Plate Position
Acq Operator

Vijay5 Data File Path
Acq Time (Local)
LCMS-TOF Acq Method Path
TOF Acq SW Version
1 IRM Status
P2-C5 DA Method Path
Target Source Path
SYSTEM (SYSTEM) Result Summary

Sample Chromatograms

D:\Projects\Degraph\Data\10400.d

10/17/2025 2:09:59 PM (UTC+02:00)
D:\Projects\Degraph\Methods\2024_11_22_nocolumn_95ACN_5Wasser.m
6200 series TOF/6500 series Q-TOF (11.0.230.2)
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Sample Spectra

6 0.8 1 1.2 1.4 1.6 1.8 2

+ Scan (rt: 0.103-0.220 min)

T T
2.2 2.4

T T 1 T T T T I T T T T
2.6 2.8 3 3.2 3.4 3.6 3.8 4 4.2 4.4 4.6 4.8

Counts vs. Acquisition Time (min)
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Counts vs. Mass-to-Charge (m/z)
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Spectrum Peaks

m/z Z Abund Abund % m/z (Calc) Diff (ppm) Ion Species Formula Ion Type
101.0033 111446 6.61
102.0916 22066 1.31
105.0425 301628 17.90
116.9771 38776 2.30
120.0111 18241 1.08
120.0478 127920 7.59
121.0509 1 242259 14.38
122.0521 1 17175 1.02
138.0582 33685 2.00
142.0296 46553 2.76
157.0352 1 811003 48.13
158.0375 1 49540 2.94
158.9639 40859 2.42
159.0310 1 75947 4.51
174.9378 47184 2.80
179.0168 44165 2.62
190.9115 22553 1.34
199.9904 20864 1.24
257.1909 19301 1.15
265.1888 2 60009 3.56
265.6903 2 17707 1.05
273.1851 37531 2.23
299.6420 2 86002 5.10
300.1435 2 27700 1.64
307.6396 2 170529 10.12
308.1410 2 57711 3.43
513.3745 23940 1.42
529.3694 52885 3.14
545.3641 26097 1.55
598.2755 31629 1.88
612.2752 1 100880 5.99
613.2782 1 30898 1.83
614.2735 1471044 87.31
615.2737 1 557013 33.06
616.2754 1 114048 6.77
617.2778 1 18355 1.09
634.2533 20070 1.19
636.2525 1 94244 5.59
637.2553 1 30096 1.79
652.2261 1 53206 3.16
653.2296 1 16941 1.01
922.0099 1 1684943 100.00
923.0104 1 342386 20.32
924.0127 1 51004 3.03
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