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Sample Information

Sample Name
Sample ID
Instrument

MS Type

Inj Vol (ul)
Sample Position
Plate Position
Acq Operator

Vijay2

LCMS-TOF
TOF

1

P2-C2

SYSTEM (SYSTEM)

Sample Chromatograms

Data File Path

Acq Time (Local)
Acq Method Path
Acq SW Version
IRM Status

DA Method Path
Target Source Path
Result Summary

D:\Projects\Degraph\Data\10397.d

10/17/2025 1:52:12 PM (UTC+02:00)
D:\Projects\Degraph\Methods\2024_11_22_nocolumn_95ACN_5Wasser.m
6200 series TOF/6500 series Q-TOF (11.0.230.2)
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Spectrum Peaks
m/z
101.0034
102.0915
105.0425
116.9771
120.0112
120.0478
121.0509
122.0500
138.0583
142.0296
157.0358
158.0375
158.9639
159.0310
174.9378
179.0169
196.1443
243.1335
260.2215
261.1443
262.1909
273.1853
276.1803
281.1839
281.6853
301.2230
307.6397
308.1410
317.2177
443.2494
461.2601
465.2306
545.3647
546.3676
561.3593
562.3621
585.3173
586.3207
612.2755
613.2784
614.2723
615.2737
616.2758
636.2522
652.2265
922.0098
923.0107
924.0128

e

Abund
175367
29677
234206
35717
23604
234857
234497
17347
32663
70314
1628293
111862
36203
171984
22472
105379
24332
51300
34468
42978
37491
52277
20092
112468
35143
17646
93015
30303
48846
48360
34506
27884
54192
16417
97781
29362
224771
67667
74950
22427
1215292
407031
84167
46559
18055
1640555
330385
49096

Abund %
10.69
1.81
14.28
2.18
1.44
14.32
14.29
1.06
1.99
4.29
99.25
6.82
2.21
10.48
1.37
6.42
1.48
3.13
2.10
2.62
2.29
3.19
1.22
6.86
2.14
1.08
5.67
1.85
2.98
2.95
2.10
1.70
3.30
1.00
5.96
1.79
13.70
4.12
4.57
1.37
74.08
24.81
5.13
2.84
1.10
100.00
20.14
2.99

m/z (Calc) Diff (ppm)

MassHunter Qual 12.0
(End of Report)

Ion Species

Formula

Ion Type
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